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Synthesis of oligonucleotides via monomer and block coupling
Entry Oligomer 5'-to-3' Amidite Concd (M) # of couplings Time (min) Coupling efficiency (%) Yield? (%)
| (rU)edT ru (2a) 0.10 18 10 98.5 76.5
I (rU),dT rU (2a) 0.15 18 20 98.7 80.1 > Monomer
1 (rU)edT ruu (9a) 0.10 9 10 97.2 77.8 .
IV (TU),sdT rUU (9a) 0.15 9 20 983 85.9 > Dimer Block
Y (rU)edT rUUU (14a) 0.10 6 10 86.5 418 .
VI (rAAUU ) dTdT rUUU (14a) 0.15 6 20 97.2 84.7 > Trimer Block
VIl (rAAUU ), dTdT rU (2a), rA (2b) 0.15 16 20 98.0 725
VIII (FAAUU ), dTdT rUU (9a), rAA (9b) 0.15 8 20 98.5 88.8

EE oty dhAl2 chEky| 2H40] ChH| S 0|&t9| efficiencyE E 10t SA|0f| %5 yieldE 4~5% SME &2 22!

[Source : “RNA synthesis via dimer and trimer phosphoramidite block coupling”, Tetrahedron Letters]
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[ZA: AnalystView Market Insight]
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100 mer 2'-OH 7~17 %

Post Purification

79~87 %*
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3Q23 4Q23 2023 1024 2Q24 3Q24

L e e e o T o
T 31.6 80.2 172.9 32.7 29.3 39.2
TEEIH 24.3 40.4 12.1 19.0 15.3 22.5
mhofb|ot YukEa|H 17.7 18.9 78.6 17.1 18.3 16.4
Al | 6.6 6.4 30.4 5.0 6.1 5.6
L 6.7 215 335 0.7 -3 6.1
7|ERo 0.0 0.5 0.6 1.9 0.0 0.0
7|EHHIS 0.1 0.1 0.4 0.0 0.2 0.1
2849 1.9 14 9.4 1.4 7.3 14.0
=ETE 3.4 9.9 19.7 10.3 3.2 5.2
HolNH| 8 F& 02! 5.1 13.4 23.4 3.2 0.9 14.9
27|20 3.4 10.1 17.5 7.5 0.9 13.7

B e e S o
@elo/olE 11.9% 17.8% 11.8% 3.6% -6.9% 9.9%
HOIHF 0]l S 9.1% 11.1% 8.2% 14.5% 2.0% 24.1%




Thank You

ST PHARM

Technology-Driven Gene therapy CDMO
From Oligonucleotide to xRNA




